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<210> 1 

<211> 19 

<212> DNA 

<213> Unknown 



<220> 

<223> PCR primer 
<400> 1 

gcagtctctc gagctcaag 



19 



<210> 2 

<211> 19 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> PCR Primer 

<400> 2 

cctctccact gacagaaaa 19 



<210> 3 

<211> 17 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> PCR Primer 



<400> 3 

gtaaaacgac ggccagt 



<210> 4 

<211> 17 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<223> PCR Primer 
<400> 4 

aacagctatg gaccatg 



<210> 5 

<211> 19 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> Sequencing Primer 

<400> 5 

gcagtctctc gagctcaag 



<210> 6 

<211> 22 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> Sequencing Primer 

<400> 6 

cgctttacac tttatgcttc eg 



<210> 7 

<211> 17 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<22 3> Sequencing Primer 

<400> 7 

gtaaaacgac ggccagt 



<210> 8 

<211> 17 

<212> DNA 

< 2 1 3 > Unknown 



<220> 

<22 3> Sequencing Primer 
<400> 8 

aacagctatg gaccatg 



<211> 
<212> 
<213> 



76 
DNA 

Unknown 



<220> 

<223> Linker Sequence 
<220> 

<221> misc_f eature 

<222> (1) . . (5) 

<223> Bam HI restriction site 
<220> 

<221> misc_feature 

<222> (75) . . (76) 

<223> Xbal restriction site 

<220> 

<221> misc_feature 

<222> (8) . . (15) 

<223> NotI restriction site 

<220> 

<221> misc_feature 

<222> (16) . . (21) 

<223> SnaBI restriction site 

<220> 

<221> misc_feature 

<222> (22) . . (33) 

<223> Ncol restriction site 

<220> 

<221> misc_feature 

<222> (34) . . (39) 

<223> Smal restriction site 

<220> 

<221> misc_feature 

<222> (46) . . (51) 

<223> PstI restriction site 

<220> 

<221> misc_feature 

<222> (52) . . (75) 

<223> neisserial uptake sequence 

<400> 9 

gatcccggcg gccgctacgt accatgggag ctgcccgggg tccagctgca ggccgtctga 
atcatttcag acggct 



<210> 


10 


<211> 


77 


<212> 


DNA 


<213> 


Unknown 


<220> 





<223> Complimentary Sequence to SEQ ID NO : 9 




-4- 



<400> 10 

ctagagccgt ctgaaatgat tcagacggcc tgcagctgga ccccgggcag ctcccatggt 



60 



acgtagcggc cgccggg 



77 



<210> 
<211> 
<212> 
<213> 



Unknown 



11 
20 
DNA 



<220> 
<223> 



Artificial sequence, alternative 5* end 



<400> 11 

tttttggaga attgaccatg 



20 



<210> 12 
<211> 591 
<212> DNA 
< 2 1 3 > Unknown 












<220> 

<223> Artificial Sequence Comprising Expres 


ision Cassette of nspA 




<400> 12 
tgaccataaa 


ggaaccaaaa 


tatgaaaaaa 


gcacttgcca 


cactgattgc 


cctcgctctc 


60 


ccggccgccg 


cactggcgga 


aggcgcatcc 


tttacgtcca 


agccgatgcc 


gcacacgcaa 


120 


aagcctcaag 


ctctttaggt 


tctgccaaag 


gcttcagccc 


gcgcatctcc 


gcaggctacc 


180 


gcatcaacga 


cctccgcttc 


gccgtcgatt 


acacgcgcta 


caaaaactat 


aaagccccat 


240 


ccaccgattt 


caaactttac 


agcatcggcg 


cgtccgccat 


ttacgacttc 


gacacccaat 


300 


cgcccgtcaa 


accgtatctc 


ggcgcgcgct 


tgagcctcaa 


ccgcgcctcc 


gtcgacttgg 


360 


gcggcagcga 


cagcttcagc 


caaacctcca 


tcggcctcgg 


cgtattgacg 


ggcgtaagct 


420 


atgccgttac 


cccgaatgtc 


gatttggatg 


ccggctaccg 


ctacaactac 


atcggcaaag 


480 


tcaacactgt 


caaaaacgtc 


cgttccggcg 


aactgtccgt 


cggcgtgcgc 


gtcaaattct 


540 


gatatgcgcc 


ttattctgca 


aaccgccgag 


ccttcggcgg 


ttttgttttc 


t 


591 



<210> 13 

<211> 138 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> pMIDGlOO partial sequence 



<400> 13 

actagtaacc gagcccgcct aatgagcggg cttttttttg cagtctctcg agctcaagct 



tcgaattctg cagtcgacgg taccgcgggc ccgggatccg ctagcagttt taagattttt 



60 
120 





-5- 



ggagaattga ccatgagt 



138 



<210> 14 

<211> 48 

<212> DNA 

<213> Unknown 

<220> 

<223> pMIDGlOO partial sequence 

<400> 14 

tagcattagt agccgcctaa tgagcgggct tttttttgca gttctaga 48 

<210> 15 

<211> 68 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> pMIDG201 partial sequence 



<210> 16 

<211> 83 

<212> DNA 

< 2 1 3 > Unknown 

<220> 

<223> pMIDG201 partial sequence 

<400> 16 

ggatcccggc ggccggctac gtaccatggg agctgcccgg ggtccagctg caggctgtct 60 



<400> 15 

actagtaacc gagcccgcct aatgagcggg cttttttttg cagtctctcg agctcaagct 



60 



tcgaattc 



68 



gaatcatttc agacggctct aga 



83 



